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PubMed-GEO microarray data
of gene expression

« 357 experiments

« 22810 genes

Gene co-expression
network with

e 22810 nodes

l « 240514 edges
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Protein-protein interaction: y =1.5 Bhan et al. (2002)
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Duplication

90 % of Eukaryote genes
Teichmann & Babu (2004)
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Parameters

« Dimension and threshold
e Initial nodes, selective pressure
 Mutation rate

» Genome duplications
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Future goals

* Gene loss
« Genome duplication

* Yeast, E.coll ...
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